
RsTT8 genomic DNA

Region
Between Rf and Wf WsWf specific RsWf specific

SNP InDel SSR SNP InDel SSR SNP InDel SSR

Promoter 16 2 1 2 4 1 2 - -

Exon 2 - - 1 - - 3 1 -

Intron 10 1 2 3 3 2 4 - 1

Total 28 3 3 6 7 3 9 1 1



Nucleotide sequences 









Sequence comparison









Yellow: cis-acting sequence
Red: SNP or InDel between Rf and Wf
Blue: WsWf specific SNP or InDel
Green: RsWF specific SNP or InDel
Brown: primer sequences
Red letter: key nucleotide for domain
Numbers: given from ATG start codon

Cis-elements on promoter were not different from each othe. Therefore, we should examine 
expression of transcription factors that might form different MBW complex to regulate the 
TT8 expression, such as MYB5, GL3, EGL3, TTG1, TTG2, TT1 and TT16.



















Figure S1. Nucleotide sequence of the RsTT8 gene isolated from four radish inbred lines. Shaded 
regions indicate exons. Yellow: cis-acting sequence; red: SNP or InDel between red-fleshed and 
white-fleshed genotypes; blue: white skin/white flesh (WsWf)-specific SNP or InDel; green: red 
skin/white flesh (RsWf)-specific SNP or InDel; brown: primer sequences; red letter: key nucleotide for 
domain; numbers: relative to the transcription start site (TSS).


